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AHMOTLIIEYZEIX - MEPITPA®H KAI LYNTEAEXTEX AMHXHIHE (I.F.)

1. Pryde, J.G.,* Farmaki, T.* and Lucocqg, J.M. (1998) Okadaic Acid Induces
Selective Arrest of Protein Transport in the Rough Endoplasmic Reticulum and
Prevents Export into COPI-Coated Structures. Molecular and Cellular
Biology.18(2):1125-35. I.F. 5,614

Quantitative immunoelectron microscopy and subcellular fractionation established
the site of endoplasmic reticulum (ER)-Golgi fransport arrest induced by the
phosphatase inhibitor okadaic acid (OA). OA induced the disappearance of
fransitional element tubules and accumulation of the anterograde-transported
Chandipura (CHP) virus G protein only in the rough ER (RER) and not at more distal
sites. The block was specific to the early part of the anterograde pathway, because
CHP virus G protfein that accumulated in the intermediate compartment (IC) at 15
degrees C could gain access fo Golgi stack enzymes. OA also induced RER
accumulation of the IC protein p53/p58 via an IC-RER recycling pathway which was
resistant to OA and inhibited by the G protein activator aluminium fluoride. The role of
COPIl coats in OA transport block was investigated by using immunofluorescence
and cell fractionation. In untreated cells the COPIl coat protein sec 13p colocalized
with p53/p58 in Golgi-IC structures of the juxtanuclear region and peripheral
cytoplasm. During OA tfreatment, p53/p58 accumulated in the RER but was excluded
from sec 13p-containing membrane structures. Taken together our data indicate that
OA induces an early defect in RER export which acts to prevent entry into COPII-
coated structures of the IC region.

2. Farmaki, T., Ponnambalam, S., Prescott, A.R., Clausen, H., Tang, B.L., Hong,
W., Lucocq, J.M. (1999) Forward and Retrograde Trafficking in Mitotic Animal
Cells. ER-Golgi Transport Arrest Restricts Protein Export from the ER into COPII-
Coated Structures. Journal of Cell Science.112; 589-600. I.F. 6,4

Protein transport arrest occurs between the ER and Golgi stack of mitotic animal cells,
but the location of this block is unknown. In this report we use the recycling
intermediate compartment protein ERGIC 53/p58 and the plasma membrane protein
CD8 to establish the site of fransport arrest. Recycled ERGIC 53/p58 and newly
synthesised CD8 accumulate in ER cisternae but not in COPII-coated export structures
or more distal sites. During mitosis the fubulovesicular ER-related export sites were
depleted of the COPII component Secl3p, as shown by immunoelectron
microscopy, indicating that COPII budding structures are the target for mitotic
inhibition. The extent of recycling of Golgi stack residents was also investigated. In this
study we used oligosaccharide modifications on CD8 trapped in the ER of mitotic
cells as a sensitive assay for recycling of Golgi stack enzymes. We find that
modifications conferred by the Golgi stack-resident GalNac fransferase do occur on
newly synthesised CD8, but these modifications are entirely due to newly synthesised
fransferase rather than to enzyme recycled from the Golgi stack. Taken together our
findings establish for the first time that the site of ER-Golgi fransport arrest of mitotic
cells is COPIl budding structures, and they clearly speak against a role for recycling in
partitioning of Golgi stack proteins via translocation to the ER.

3. Prescoftt, AR.* Farmaki, T.,* Thomson, C., James, J., Paccaud, J.P., Tang,
B.L., Hong, W, Quinn, M, Ponnambalam, S, Lucocqg J. (2001) Evidence for
Prebudding Arrest of ER Export in Animal Cell Mitosis and its Role in Generating
Golgi Partitiong Intermediates. Traffic. 2(5):321-335. I.F. 5,08

During mitosis the interconnected Golgi complex of animal cells breaks down to
produce both finely dispersed elements and discrete vesiculotubular structures. The
endoplasmic reticulum (ER) plays a controversial role in generating these partitioning
infermediates and here we highlight the importance of mitotic ER export arrest in this



process. We show that experimental inhibition of ER export (by microinjecting
dominant negative Sarl mutant proteins) is sufficient to induce and maintain
transformation of Golgi cisternae to vesiculotubular remnants during interphase and
telophase, respectively. We also show that buds on the ER, ER exit sites and COPII
vesicles are markedly depleted in mitotfic cells and COPIl components Sec23p,
Sec24p, Sec13p and Sec3lp redistribute info the cytosol, indicating ER export is
inhibited at an early stage. Finally, we find a markedly uneven distribution of Golgi
residents over residual exit sites of metaphase cells, consistent with tubulovesicular
Golgi remnants arising by fragmentation rather than redistribution via the ER.
Together, these results suggest selective recycling of Golgi residents, combined with
prebudding cessation of ER export, induces fransformation of Golgi cisternae to
vesiculotubular remnants in mitotic cells. The vesiculotubular Golgi remnants,
containing populations of slow or nonrecycling Golgi components, arise by
fragmentation of a depleted Golgiribbon independently from the ER.

4. Vancanneyt, G., Sanz, C., Farmaki, T., Paneque, M., Ortego, F., Castanera,
P., Sanchez-Serrano, J.J. (2001) Hydroperoxide Lyase Depletion in Transgenic
Potato Plants Leads to an Increase in Aphid Performance. Proc Natl Acad Sci
USA 98(14):8139-44.IF: 10.58

Hydroperoxide lyases (HPLs) catalyze the cleavage of fatty acid hydroperoxides to
aldehydes and oxoacids. These volatile aldehydes play a major role in forming the
aroma of many plant fruits and flowers. In addition, they have antimicrobial activity in
vitro and thus are thought to be involved in the plant defense response against pest
and pathogen attack. An HPL activity present in potato leaves has been
characterized and shown to cleave specifically 13-hydroperoxides of both linoleic
and linolenic acids fto vyield hexanal and 3-hexenal, respectively, and 12-oxo-
dodecenoic acid. A cDNA encoding this HPL has been isolated and used to monitor
gene expression in healthy and mechanically damaged potato plants. HPL gene
expression is subject to developmental confrol, being high in young leaves and
aftenuated in older ones, and it is induced weakly by wounding. HPL enzymatic
activity, nevertheless, remains constant in leaves of different ages and also after
wounding, suggesting that posttranscriptional mechanisms may regulate its activity
levels. Antisense-mediated HPL depletion in transgenic potato plants has identified
this enzyme as a major route of 13-fatty acid hydroperoxide degradation in the
leaves. Although these transgenic plants have highly reduced levels of both hexanal
and 3-hexenal, they show no phenotypic differences compared with wild-type ones,
particularly in regard to the expression of wound-induced genes. However, aphids
feeding on the HPL-depleted plants display approximately a two-fold increase in
fecundity above those feeding on nontransformed plants, consistent with the
hypothesis that HPL-derived products have a negative impact on aphid
performance. Thus, HPL-catalyzed production of Cé aldehydes may be a key step of
a built-in resistance mechanism of plants against some sucking insect pests.

5. Farmaki, T**., Sanmartin, M., Jiménez, P., Paneque, M., Sanz, C.,
Vancanneyt, G., Leon, J. and Sanchez-Serrano, J.J. (2007). Differential
Distribution of The Enzymes of the Lipoxygenase pathway in Chloroplasts.
Journal of Experimental Botany 58 (3): 555-568. IF: 6,23

The lipoxygenase pathway is responsible for the production of oxylipins, which are
important compounds for plant defence responses. Jasmonic acid, the final product
of the allene oxide synthase/allene oxide cyclase branch of the pathway, regulates
wound-induced gene expression. In contrast, Cé aliphatic aldehydes produced via
an alternative branch catalysed by hydroperoxide lyase, are themselves toxic to
pests and pathogens. Current evidence on the subcellular localization of the
lipoxygenase pathway is conflicting, and the regulation of metabolic channelling
between the two branches of the pathway is largely unknown. It is shown here that



while a 13-lipoxygenase (LOX H3), allene oxide synthase and allene oxide cyclase
proteins accumulate upon wounding in potato, a second 13-lipoxygenase (LOX H1)
and hydroperoxide lyase are present at constant levels in both non-wounded and
wounded ftissues. Wound-induced accumulation of the jasmonic acid biosynthetic
enzymes may thus commit the lipoxygenase pathway to jasmonic acid production in
damaged plants. It is shown that all enzymes of the lipoxygenase pathway
differentially localize within chloroplasts, and are largely found associated to
thylakoid membranes. This differential localization is consistently observed using
confocal microscopy of GFP-tagged proteins, chloroplast fractionation, and western
blotting, and immunodetection by electron microscopy. While LOX H1 and LOX H3
are localized both in stroma and thylakoids, both allene oxide synthase and
hydroperoxide lyase protfein localize almost exclusively to thylakoids and are strongly
bound to membranes. Allene oxide cyclase is weakly associated with the thylakoid
membrane and is also detected in the stroma. Moreover, allene oxide synthase and
hydroperoxide lyase are differentially distributed in thylakoids, with hydroperoxide
lyase localized almost exclusively to the stromal part, thus closely resembling the
localization pattern of LOX HI. It is suggested that, in addition to their differential
expression pattern, this segregation underlies the regulation of metabolic fluxes
through the alternative branches of the lipoxygenase pathway.

6. Kargiotidou, A., Deli D, Galanopoulou, D., Tsaftaris, A. and Farmaki T**.
(2008). Low temperature and light regulate delta 12 fatty acid desaturases
(FAD2) at a transcriptional level in cotton (Gossypium hirsutum). Journal of
Experimental Botany 59(8):2043-56. IF: 6,23

Lipid modifying enzymes play a key role in the development of cold stress tolerance
in cold-resistant plants such as cereals. However, little is known about the role of the
endogenous enzymes in cold-sensitive species such as cofton. Delta 12 fatty acid
desaturases (FAD2), known to participate in adaptation to low temperatures through
acyl chain modifications were used in gene expression studies in order to identify
parameters of plant response to low temperatures. The induction of microsomal delta
12 fatty acid desaturases at an mRNA level under cold stress in plants is shown here
for first time. Quantitative PCR showed that though both delta 12 omega 6 fatty acid
desaturase genes FAD2-3 and FAD2-4 identified in cotton are induced under cold
stress, FAD2-4 induction is significantly higher than FAD2-3. The induction of both
isoforms was light regulated, in contrast a third isoform FAD2-2 was not affected by
cold or light. Stress tolerance and light regulatory elements were identified in the
predicted promoters of both FAD2-3 and FAD2-4 genes. Di-unsaturated fatty acid
species rapidly increased in the microsomal fraction isolated from cotton leaves,
following cold stfress. Expression analysis patterns were correlated with the observed
increase in both fotal and microsomal fatty acid unsaturation levels suggesting the
direct role of the FAD2 genes in membrane adaptation to cold stress.

Maniaftsi, S., Kappas, I., Baxevanis, A.D., Farmaki, T. and Abatzopoulos, T.J.
(2009). Sharp phylogeographic breaks and patterns of genealogical
concordance in the brine shrimp Artemia franciscana Int J Mol Sci. Dec
18;10(12):5455-70. IF: 3,26

Geneadlogical concordance is a critical overlay of all phylogenetic analyses,
irespective of taxonomic level. To assess such patterns of congruence we have
compiled and derived sequence data for two mitochondrial (16S rRNA, COIl) and two
nuclear (ITS1, p26) markers in 14 American populations of the hypersaline
branchiopod Artemia franciscana. Cladistic analysis revealed three reciprocally
monophyletfic mitochondrial clades. For nuclear DNA, incomplete lineage sorting was
evident presumably as a result of slower coalescence or male-mediated dispersal.
Our findings capture the genealogical interval between gene splitting and
population divergence. In this sense, strong indications are provided in favour of a
superspecies status and ongoing speciation in A. franciscana.
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8. Kargiotidou, A., Kappas, I., Tsaftaris, A. Galanopoulou, D. and Farmaki, T#*,

(2010). Cold acclimation and low temperature resistance in cotton:
Gossypium  hirsutum  phospholipase Dalpha isoforms are differentially
regulated by temperature and light. Journal of Experimental Botany
61(11):2991-3002. IF: 6,23

Phospholipase Dalpha (PLDalpha) was isolated from cultivated cotton (Gossypium
hirsutum) and characterized. Two PLDalpha genes were identified in the
allotetraploid genome of G. hirsutum, derived from its diploid progenitors, G.
raimondii and G. arboreum. The genes contained three exons and two introns. The
translated products shared a 98.6% homology and were designated as GrPLDalpha
and GaPLDalpha. Their ORFs encoded a polypeptide of 807 amino acids with a
predicted molecular mass of 91.6 kDa sharing an 81-82% homology with PLDalphal
and PLDalpha?2 from A. thaliana. A possible alternative splicing event was detected
at the 5" untranslated region which, however, did not result in alternative ORFs. Cold
stress (10 degrees C or less) resulted in gene induction which was suppressed below
control levels (25 degrees C or 22 degrees C growth femperature) when plants were
acclimated at 17 degrees C before applying the cold treatment. Differences in the
expression levels of the isoforms were recorded under cold acclimation, and cold
stress temperatures. Expression was light regulated under growth, acclimation, and
cold stress temperatures. Characterization of the products of lipid hydrolysis by the
endogenous PLDalpha indicated alterations in lipid species and a variation in levels
of the signalling molecule phosphatidic acid (PA) following acclimation or cold stress.

9. Varvogli A.-A. C., Fylaktakidou K. C., Farmaki T. Stefanakis J. G. and
Koumbis A. E. (2012) Versatile Synthesis of a 1-O-(w-Aminolauryl)-1(4,5)P2. Oct
29, (5855-5862) Eur. J. Org. Chem. 2012 (29), 5855-5862 I.LF. 3,36
The synthesis of a model 1-O-(w-aminoacyl)-IP2 derivative, lauryl 4,5-bisphosphate 31,
was redlized following a versatile and high-yielding scheme. The flexible synthetic
strategy used for this purpose allows the preparation of a range of other useful IP, IP2
and IP3 derivatives. In view of the central role played by IPs and PIPs in cellular life,
the preparation of functionalized myo-inositol derivatives of this type may facilitate
the isolation and fluorescent localization of related proteins.

10. Karali D., Oxley D., Runions J., Ktistakis N. and Farmaki T** (2012).

The Arabidopsis thaliana immunophylin ROF1 directly interacts with PI(3)P and
PI(3,5)P2 and affects seedling emergence under osmofic stress. PLoS One.
Nov 2, 7(11) I.F. 4,24

A direct interaction of the Arabidopsis thaliana immunophilin ROF1  with
phosphatidylinositol-3-phosphate  and  phosphatidylinositol-3,5-bisphosphate  was
identified using a phosphatidylinositol-phosphate affinity chromatography of cell
suspension extracts, combined with a mass spectrometry (nano LC ESI-MS/MS)
analysis. The first FK506 binding domain was shown sufficient to bind to both
phosphatidylinositol-phosphate stereoisomers. GFP-tagged ROF1 under the control of
a 35S promoter was localised in the cytoplasm and the cell periphery of Nicotiana
tabacum leaf explants. Immunofluorescence microscopy of Arabidopsis thaliana root
tips verified its cytoplasmic localization and membrane association and showed ROF1
localization in the elongation zone which was expanded to the meristematic zone in
plants grown on high salt media. Endogenous ROF1 was shown to accumulate in
response to high salt freatment in Arabidopsis thaliana young leaves as well as in
seedlings germinated on high salt media (0.15 and 0.2 M NaCl) at both an mRNA and
protein level. Plants over-expressing ROF1, (WSROF1OE), exhibited enhanced
germination under salinity stress which was significantly reduced in the rof1(-) knock
out mutants and abolished in the double mutants of ROF1 and of its interacting
homologue ROF2 (WSrofl1(-)/2(-)). Our results show that ROF1 plays an important role



in the osmotic/salt stress responses of germinating Arabidopsis thaliana seedlings and
suggest its involvement in salinity stress responses through a phosphatidylinositol-
phosphate related protein quality control pathway.

11. Oxley, D., Ktistakis, N. and Farmaki, T**.(2013).

Differential isolation and identification of PI(3)P and PI(3,5)P2 binding proteins
from Arabidopsis thaliana using an agarose-phosphatidylinositol-phosphate
affinity chromatography. J Proteomics. 91:580-94. I.F. 4,12

A phosphatidylinositol-phosphate affinity chromatographic approach combined with
mass spectrometry was used in order to identify novel PI(3)P and PI(3,5)P2 binding
proteins from Arabidopsis thaliana suspension cell extracts. Most of the
phosphatidylinositol-phosphate interacting candidates identified from this differential
screening are characterized by lysine/arginine rich patches. Direct phosphoinositide
binding was identified for important membrane trafficking regulators as well as
protein quality control proteins such as the ATG18p orthologue involved in
autophagosome formation and the lipid Secl4p like ftransfer protein. A
pentatricopeptide repeat (PPR) containing protein was shown to directly bind fo
PI(3,5)P2 but not to PI(3)P. PIP chromatography performed using extracts obtained
from high salt (0.4M and 1M NaCl) pretreated suspensions showed that the
association of an S5-1 40S ribosomal protein with both PI(3)P and PI(3,5)P2 was
abolished under salt stress whereas salinity stress induced an increase in the
phosphoinositide association of the DUF538 domain contfaining profein SVB,
associated with tfrichome size. Additional interacting candidates were co-purified
with the phosphoinositide bound proteins. Binding of the COP9 signalosome, the heat
shock proteins, and the identified 26S proteasomal subunits, is suggested as an
indirect effect of their interaction with other proteins directly bound to the PI(3)P and
the PI(3,5)P2 phosphoinositides.

BIOLOGICAL SIGNIFICANCE:

PI(3,5)P2 is of special interest because of its low abundance. Furthermore, no
endogenous levels have yet been detected in A. thaliana (although there is
evidence for its existence in plants). Therefore the isolation of novel interacting
candidates in vitro would be of a particular importance since the future study and
localization of the respective endogenous proteins may indicate possible targeted
compartments or tissues where PI(3,5)P2 could be enriched and thereafter identified.
In addition, PI(3,5)P2 is a phosphoinositide extensively studied in mammalian and
yeast systems. However, our knowledge of its role in plants as well as a list of its
effectors from plants is very limited.

12. Taurino, M., Abelenda, J.A., Rio-Alvarez, |., Navarro, C., Vicedo, B.,
Farmaki, T., Jiménez, P., Garcia-Agustin, P., Lopez-Solanilla, E., Prat, S., Rojo, E.,
Sédnchez-Serrano, J.J. and Sanmartin, M.(2014) Jasmonate-dependent
modifications of the pectin matrix during potato development function as a
defense mechanism targeted by Dickeya dadantii virulence factors. Plant J.
77(3):418-29. I.F. 7,11

The plant cell wall consfitutes an essential protection barrier against pathogen
aftack. In addition, cell-wall disruption leads to accumulation of jasmonates (JAs),
which are key signaling molecules for activation of plant inducible defense
responses. However, whether JAs in retfurn modulate the cell-wall composition to
reinforce this defensive barrier remains unknown. The enzyme 13-allene oxide
synthase (13-A0S) catalyzes the first committed step towards biosynthesis of JAs. In
potato (Solanum tuberosum), there are two putative St13-A0S genes, which we show
here to be differentially induced upon wounding. We also determine that both genes
complement an Arabidopsis aos null mutant, indicating that they encode functional
13-A0S enzymes. Indeed, transgenic potato plants lacking both St13-A0OS genes
(CoAOS1/2 lines) exhibited a significant reduction of JAs, a concomitant decrease in
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wound-responsive gene activation, and an increased severity of soft rot disease
symptoms caused by Dickeya dadantii. Intriguingly, a hypovirulent D. dadantii pel
strain lacking the five major pectate lyases, which causes limited fissue maceration
on wild-type plants, regained infectivity in CoAOS1/2 plants. In line with this, we found
differences in pectin methyl esterase activity and cell-wall pectin composition
between wild-type and CoAOS1/2 plants. Importantly, wild-type plants had pectins
with a lower degree of methyl esterification, which are the substrates of the pectate
lyases mutated in the pel strain. These results suggest that, during development of
potato plants, JAs mediate modification of the pectin matrix to form a defensive
barrier that is counteracted by pectinolytic virulence factors from D. dadantii.

13. Maniatsi, S., Farmaki, T™**. and Abatzopoulos, T.J**.(2015) FKBP and
ubiquitin are strongly related to the stress history of different Artemia species
Comparative Biochemistry and Physiology Part B: Biochemistry and Molecular
Biology. I.F. 2,38

Research on stress response has increased greatly in recent years. Though most
studies focus on its cellular and molecular basis, the ecological and evolutionary
aspects of stress response gain more and more inferest. Here, we use species and
parthenogenetic strains of the genus Artemia, an extfremophile model organism, fo
study, for the first fime, a protein well known for its chaperon activity during stress.
More specifically, the sequence evolution, tfranscription and protein accumulation of
an FK506-Binding Protein (FKBP) homolog was investigated under heat and salt
shocks. Additionally, the expression profile of a gene coding for ubiquitin, a heat-
inducible protein strongly related to the proteasome pathway, was recorded under
the same conditions. Biochemical and phylogenetic analyses showed that the
studied FKBP orthologue is a typical representative of the family that clusters with
other crustacean sequences. Both genes are expressed regardless of the type of
stress. However, our results in combination with the fact that Artemia species and
parthenogenetic strains chosen have different characteristics (e.g. different heat or
salt tolerance, capability or not to produce clones) provide some suggestions about
the evolutionary significance of these proteins. For FKBP, expression patterns seem to
depend on the environmental conditions and the evolutionary history of each
Artemia population while ubiquitin has a clear and more conserved role under heat
shock.

14. Farmaki T. (2016) Use of a Phosphatidylinositol Phosphate Affinity
Chromatography (PIP Chromatography) for the Isolation of Proteins Involved
in Protein Quality Control and Proteostasis Mechanisms in Plants. Plant
Proteostasis Volume 1450 of the series Methods in Molecular Biology pp 223-
232.

Protein functionality depends directly on its accurately defined three-dimensional
organization, correct and efficient posttransliational modification, and transport.
However, proteins are continuously under a hostile environment threatening with
folding aberrations, aggregation, and mistargeting. Therefore, proteins must be
constantly "followed up" by a tightly regulated homeostatic mechanism specifically
known as proteostasis. To this end other proteins ensure this close surveillance
including chaperones as well as structural and functional members of the proteolytic
mechanisms, mainly the autophagy and the proteasome related. They accomplish
their action via interactions not only with other proteins but also with lipids as well as
cytoskeletal components. We describe a protocol based on an dffinity
chromatographic approach aiming at the isolafion of phosphatidyl inositol
phosphate binding profeins, a procedure which results into the enrichment and
purification of several members of the proteostasis mechanism, e.g. autophagy and
proteasome, among other components of the cell signaling pathways.



15. Bourtsala A., Farmaki T. and Galanopoulou D. Phospholipases D alpha
and delta are involved in local and systemic wound responses in cotton (G.
hirsutum). Biochemistry and Biophysics Reports 9:133-139.

Phospholipases D (PLDs) catabolize structural phospholipids to produce
phosphatidic acid (PtdOH), a lipid playing central role in signalling pathways
in animal, yeast and plant cells. In animal cells fwo PLD genes have been
studied while in model plant Arabidopsis twelve genes exist, classified in six
classes (a-¢). This underlines the role of these enzymes in plant responses to
environmental stresses. However, information concerning the PLD involvement
in the widely cultivated and economically important cotton plant responses is
very limited. The aim of this report was to study the activity of conventional
cotton PLD and its participation in plant responses to mechanical wounding,
which resembles both biotic and abioftic stresses. PLDa activity was identified
and further characterized by fransphosphatidylation reaction. Upon
wounding, cotton leaf responses consist of an acute in vitro increase of PLDa
activity in both wounded and systemic tissue. However, determination of the
in vivo PtdOH levels under the same wounding conditions revealed a rapid
PtdOH formation only in wounded leaves and a late response of a PtdOH
increase in both tissues. Expression analysis of PLDa and PLDé isoforms in the
wounded and systemic tissue showed mRNA accumulation of both isoforms,
but only PLDé exerts a high and sustainable expression in systemic leaves,
indicating that this isoform is mainly responsible for the systemic wound-
induced PtdOH production. Therefore, our data suggest that PLDa and PLD6
isoforms are involved in different steps in cotton wound signalling.

16. Angeliki Bourtsala, loannis Dafnis, Angeliki Chroni, Theodora Farmaki **, Dia
Galanopoulou **, Study of the involvement of phosphatidic acid formation in
the expression of wound-responsive genes in cotton. Lipids (in press) I. F. 1.934

Plants use phospholipase D (PLD, EC 3.1.4.4)/phosphatidic acid (PtdOH) for
the transduction of environmental signals including those coming from
wounding. Based on our previous findings suggesting that wound-induced
PLDa-derived PtdOH can act as a local signaling molecule in cotton (G.
hirsutum), we show that wounding immediately increases local NADPH
oxidase (NADPHox) and cellulose synthase (CeSA) gene expression. After
developing a novel fluorimetric assay for the investigation of n-butanol
inhibitory effect on PLD activity, we show that only NADPHox upregulation is
reduced when n-butanol is applied prior to wounding. This suggests that
NADPHox is a possible downstream target of PLD function, while a different
CeSA-involving response system may exist in cotton. Overall, this study
provides new knowledge on signal transduction mechanisms following
wounding of cotton leaves.

17. Lefa, P., Samiotaki, M., Panagiotou, G. and Farmaki, T **. Proteomics study
of the thermotolerance mechanism in Arabidopsis thaliana using ROF1 and
ROF2 mutants (oo TrpoeToiyaacial).

18. Paschalidou, P., Samiotaki, M., Panagiotou, G. and Farmaki, T **. A
method of discriminating between T. aestivum and T. durum in wheat mixtures
(OTTO TTPOETOINATIA).

19. Paschalidou, P., Samiotaki, M., Panagiotou, G. and Farmaki, T **.
Characterisation and study of an 85 kD band associated with heat stress
resistance in Arabidopsis thaliana



*'lon ocvupetoxn ** Corresponding author

Citation index : 933 (google scholar), 670 [Scopus and Web of Knowledge (all

databases)].

LYNEAPIA

1. Mantell, S.H., Torres, M., Farmaki, T. and Thangavelu, M. 1995. Progress
towards Gene Insertion and Molecular Fingerprinting of Dioscorea Food
Yams. Tropical and Subtropical Agriculture, Conference Proceedings.

2. Lucocq, J and Farmaki, T. 1998. Dynamics of Protein Traffic Between the
Endoplasmic Reticulum and Golgi Apparatus in Mitotic and Okadaic Acid
Treated Cells. Abstract. The Golgi Complex. Pavia. Italy.

3. Farmaki, T. and Lucocq, J. 1999. Cell Cycle Regulation of ER-Golgi Protein
Traffic. ECBO (European Congress of Cell Biology). Bologna, Italy.

4. Farmaki, T., Vancanneyt, G., Paneque, M.y Sanchez Serrano, J.J. 2001
Manipulacion Genetica de la Biosintesis de Oxilipinas en Patata. VI Reunion
de Biologia Molecular de Plantas. Toledo, Spain.

5. Farmaki, T., Paneque, M., Vancanneyt, G., and Sanchez-Serrano, J.J. 2002
Analysis of ultrastructural localisation and mode of function in wound
response of the enzymes involved in the oxylipin pathway. ELSO (European
Life Scientist Organisation), Nice, France.

6. Farmaki, T., Paneque, M., Yancanneyt, G., and Sanchez-Serrano, J.J. 2002
Analysis of ultrastructural localisation and mode of function in wound
response of the enzymes involved in the oxylipin pathway. 13 th Congress of
the Federation of European Societies of Plant Physiology. Crete, Greece.

7. Kargiotidou, A., Deli, D., Solovyev, V., Galanopoulou, D., Tsaftaris, A., and
Farmaki, T. Cold stress in Gossypium hirsutum. Effect of cold and light on
gene expression. 2005 EEBMB conference. Athens.

8. Kargiotidou, A., Deli, D., Galanopoulou, D., Tsaftaris, A. and Farmaki, T.
Cotton response to low temperatures: Isolation, characterization and
expression analysis of membrane modifying enzymes from Gossypium
hirsutum

European Plant Science Organisation 4th EPSO Conference “Plants for Life”
Toulon (Cbote d'Azur), France 22 — 26 June 2008

9. Varvogli, A. A. C., Koumbis, A. E., Farmaki T.
Solid phase synthesis of myo —inositol phosphates.
EUCHEMS Chemistry Congress. Torino, Italy. 16-20 September 2008.

10. Oxley, D., Ktistakis, N. and Farmalki, T.



Isolation and Identification of PI(3)P and PI(3,5)P2 binding proteins from
Arabidopsis thaliona. Gordon Research Conference. Plant Lipids: Structure
Metabolism and Function.

Galveston-Texas (USA). 1-6 February 2009.

11. Kargiotidou A., Deli, D., Kappas I., Tsaftaris A., Galanopoulou D. and
Farmaki T.

Low temperature regulation of stress responsive genes in cotton. Isolation,
characterization and expression study of membrane modifying enzymes.
Greek Lipid Forum (Euro Fed Lipid) Athens 15 - 16 June 2009.

12. Geromichalos, G., Farmaki, T., Ditsa, M., Lamairi, F., Markala, D., Dalezis, P.,
Papaeorgiou, A. and Sinakos, Z.

The Carotenoids crocine and crocetin inhibit the X factor activity. Study in
silico

and in vitro.

20t Haematological Congress. 4-7 November 2009. Crete, Greece.

13. Stefanakis, J.G. Farmaki, T. and Koumbis, A.
Solution and solid phase synthesis of functionalized glycerols. 14th Hellenic
Symposium of Medicinal Chemistry, April, 2010.

14. Bourtsala, A. Farmaki, T., Galanopoulou, D.
Phospholipase D activity from cotton (G.hirsutum). Greek Lipid Forum (Euro
Fed Lipid) Thessaloniki, 6 June 2011.

15. Karali, D., Oxley, D., Kfistakis, N and Farmalki, T.

Phosphatidyl-inositol phosphate interaction of the Arabidopsis thaliana
immunophylin ROF1 and its role in plant osmotic stress responses. Greek Lipid
Forum (Euro Fed Lipid) Thessaloniki, 6 June 2011.

16. Karali, D., Oxley, D., Kfistakis, N and Farmalki, T.

Isolation, identification and study of novel PI(3)P and PI(3,5)P2 binding proteins
from Arabidopsis thaliana using an agarose-inositide affinity chromatography
5th European Symposium on Plant Lipids, 10 - 13 July 2011, Gdansk, Poland.

17. Bourtsala A., Farmaki T., Galanopoulou D.Study of cotton (Gossypium
hirsutum) phospholipase D and its involvement in wound stress responses.
62nd HSBMB conference 9-11 December 2011 Eugenides Foundation, Athens.

18. Karali, D., Oxley, D., Amoutzias, G., Runions, J., Ktistakis, N. and Farmaki,
T. ROF1 and ROF2 affect plant germination under osmotic and salinity stress
through a phosphatidylinositol-phosphate related pathway. 20th International
Symposium on Plant Lipids. Sevilla, Spain. July 8-13, 2012.

19. Bourtsala A., Farmaki T., Galanopoulou D. Study of cofton (Gossypium
hirsutum) phospholipase D and its involvement in wound stress responses.
FEBS-workshop: "Lipids: From lipidomics to disease and green energy", August
23-29 2012 Spetses, Greece.

20. Karali, D., Oxley, D., Ktistakis, N and Farmaki, T.
A Screen For Novel PI(3,5)P2 Interacting Proteins. Identification of enzymes
participating in plant stress responses through their interaction with PI(3,5)P2


http://www.eebmb2011.gr/

639 Congress of the Hellenic Society of Biochemistry and Molecular Biology.
November 9-11 2012.

21. Maniatsi, S., Farmaki, T. and Abatzopoulos, T.J. The role of FKBPs in the
brine shrimp Artemia 63 Congress of the Hellenic Society of Biochemistry and
Molecular Biology. November 9-11 2012.

22. Bourtsala, A., Farmaki, T., Galanopoulou, D. Involvement of plant
phospholipase D in wound stress responses: expression, activity, phosphatidic
acid levels and possible endogenous substrates. Jacques Monod Conference
on Molecular basis for membrane remodelling and organization, Roscoff,
Brittany, France November 15-19, 2014

23. Bourtsala, A., Farmaki, T., Stratikos, E., Galanopoulou, D. Lipid substrate
preference of phospholipase D upon cotton wounding. 660 TaveAArvio
Yovedpio EAANVIKNG Etaipeiag Bioxnueiag & Mopiakng Bioloyiag 11-13
AcgkepPpiov 2015, ABryva.

24. Bourtsala, A., Farmaki, T., Galanopoulou, D. Involvement of cotton
plant phospholipases D in wound stress responses: expression, activity,
phosphatidic acid levels and possible endogenous substrates. FEBS
advanced course on lipids. Lipid—protein interactions and organelle
function Spetses, Greece September 1-8, 2016.

25. Farmaki, T. Cross-talk between proteostatic mechanisms and
signaling pathways in plants. HBio conference. Thessaloniki, November
19-22, 2016.

26. Bourtsala, A., Dafnis, I., Farmaki, T., Galanopoulou, D. Phosphatidic
acid formation is differentially involved in the expression of wound-
responsive genes in cotton. 68" Congress of the Hellenic Society of
Biochemistry and Molecular Biology. November 10-12 2017.

OpPYAVWTIKA EMITOOTN

- HBio 2016 (https://hscbio.wordpress.com/conferences- when/2016-09/)
Mélog:

- BSCB (British Society of Cell Biology), Greek Society of Molecular Biology and
Biochemistry.

- COST ACTION BM 1307 PROTEOSTASIS
- COST ACTION CA15138 TRANSAUTOPHAGY

MPOXIKEKAHMENEX OMIAIEX

1. 2nd Protein Summer School. TiThAog mTapovciaong : «Studying the diverse roles
of proteins with PPlase (peptidyl-prolyl cis-trans isomerase) activity»

EOVIKO kal KammodioTpiakd MavemoThuio ABNVaY. IXOAN OeTikV EmoTnu@y,
Tunua BioAoyiag. 28-30 Maiiov 2012.



2. Green Life Sciences Seminar Swammerdam Institute for Life Sciences.
University of Amsterdam.

«ldentification of proteins participating in plant stress responses through their
interaction with PI(3,5)P2». 15 NogpPpiov 2013.

3. Charles University, 1st Faculty of Medicine, Institute of Cellular Biology and
Pathology. Praha, Czech Republic. “Studying the diverse roles of proteins with
PPlase (peptidyl-prolyl cis-trans isomerase) activity”. Ammpihiog 2014.

4. Durham University. Durham Centre for Crop Improvement Technology, UK.
“Phosphatidylinositolphosphate signalling in plants”, 17 ®eppovapiov 2016.

YNOTPO®DIEX - BPABEIA

1. “Ph.D. studentship”, University of Dundee. (1996-1999).

(EmAoyn Tng 816akTopIkNG SIATPIPAG WG KAALTEPN SI6aKTOPIKA SIaTPIRN

yla TO £TOG 1999).

2. Marie Curie research training. European Commission. Directorate F, Human

potential and mobility. (MCFI-1999-00988) (1999-2001)

3. Postdoctoral Fellowship. Natural Oxylipins and Defence in Ornamentals

(NODO).

(QLKS-CT-2001-02445) (2001-2003)

4. Short term EMBO fellowship, ASTF 395.00-2007 (2008). Xpnuatobotnon 7 000
€.

AKAAHMAIKEX APAXTHPIOTHTEX
1. EmokénTpia Kabnyntpia oto Swammerdam Institute for Life Sciences (SILS)
MNavemoTtnuio Tov Amsterdam. 1-30 NoeuPpiov, 2013.

2. ENIBAEWH METANTYXIAKQN KAI METAAIAAKTOPIKQN ®OITHTQN
2003-2005: 1 YeTATITLXIAKA POITATPIA
2005-2010: 3 vrown®iol §1I6aKTOPES OTO TTPOYPAUUa MNENEA (og cuvepyaoia
yeE TQ
ovvepyalopeva MNavemoTnuIaka TunuaTa)
2008-2010: 1 pETATITLXIAKN POITATOIA

2010-conuepa: 1 petadibaktopikry @oitnTeia, 1 vmmowneia SISAKTWP o€
ouvepyaoia he TNV Ap. TalavottovAov, EKMA.
2016 -: ETiRAEWNn TRIGV TTPOTITUXIAOKWV SIATPIRWY O& CLVEQYATIA PE TO

MavemoTnuio @ecoaliag.

ENIBAEWH ®OITHTQN KAI IXETIKEL AHMOLIEYLEIX - ANAKOINQXEIL.

1. KapyiwtiSov Avaotacia (2003-2005) : ETTiRAeWN PETATITOXIAKNAG SIATPIRAC.
©@¢ton PETA TNV OAOKANPWON TNG CLVEQYATIAG : AISAKTOO OTO ANUOKPITEIO
MavemoTthuio ©pdakng. EpevvnTtpia A, EOIATE.

IXETIKEG SNUOCIELOEIG:

1. Kargiotidou, A., Deli D, Galanopoulou, D., Tsaftaris, A. and Farmaki T**.
(2008). Low temperature and light regulate delta 12 fatty acid desaturases
(FAD2) at a transcriptional level in cotton (Gossypium hirsutum). Journal of
Experimental Botany 59(8):2043-56.


http://www.ncbi.nlm.nih.gov/pubmed/18453533?ordinalpos=1&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_DefaultReportPanel.Pubmed_RVDocSum

2. Kargiotidou, A., Kappas, I., Tsaftaris, A. Galanopoulou, D. and Farmaki, T#*.
(2010). Cold acclimation and low temperature resistance in coftton:
Gossypium  hirsutum  phospholipase Dalpha isoforms are differentially
regulated by temperature and light. Journal of Experimental Botany
61(11):2991-3002.

3. Kargiotidou, A. and Farmaki, T**,

Over-expression of Fad2-4 fatty acid desaturase from G. hirsutum confers
membrane resistance to cold stress in cotton plants (Vo6 TTpoeToILaTial).

4. Kargiotidou, A., Deli, D., Solovyeyv, V., Galanopoulou, D., Tsaftaris, A., and
Farmaki, T. Cold stress in Gossypium hirsutum. Effect of cold and light on
gene expression. 2005 EEBMB conference. Athens.

5. Kargiotidou, A., Deli, D., Galanopoulou, D., Tsaftaris, A. and Farmaki, T.
Cotfton response to low temperatures: Isolation, characterization and
expression analysis of membrane modifying enzymes from Gossypium
hirsutum

European Plant Science Organisation 4th EPSO Conference “Plants for Life”
Toulon (Cbote d'Azur), France 22 — 26 June 2008

6. Kargiotidou A., Deli, D., Kappas I., Tsaftaris A., Galanopoulou D. and
Farmaki T.

Low temperature regulation of stress responsive genes in cotton. Isolation,
characterization and expression study of membrane modifying enzymes.
Greek Lipid Forum (Euro Fed Lipid) Athens 15 - 16 June 2009.

2. KapaAn Aikarepivn-Aepopa (2008-2010): MeTaTtuxiakn e€Eaoknon,.

@¢Eon PETA TNV OAOKANPWON TNG CLVEPYACIAG : METATITLXIAKN POITATPIA OTO
MNavemoTthuio KpAtng.

IXETIKEG SNUOOILLOEIG:

1. Karali D., Oxley D., Runions J., Ktistakis N. and Farmaki T#* (2012).

The Arabidopsis thaliana immunophylin ROF1 directly interacts with PI(3)P and
PI(3,5)P2 and affects seedling emergence under osmofic stress. PLOS one.
Nov 2, 7(11).

2. Karali, D., Oxley, D., Kfistakis, N and Farmaki, T.

Phosphatidyl-inositol phosphate interaction of the Arabidopsis thaliana
immunophylin ROF1 and its role in plant osmotic stress responses. Greek Lipid
Forum (Euro Fed Lipid) Thessaloniki, 6 June 2011.

3. Karali, D., Oxley, D., Kfistakis, N and Farmaki, T.

Isolation, identification and study of novel PI(3)P and PI(3,5)P2 binding proteins
from Arabidopsis thaliana using an agarose-inositide affinity chromatography
5th European Symposium on Plant Lipids, 10 - 13 July 2011, Gdansk, Poland.

4. Karali, D., Oxley, D., Amoutzias, G., Runions, J., Kfistakis, N. and Farmaki, T.
ROF1 and ROF2 affect plant germination under osmotic and salinity stress
through a phosphatidylinositol-phosphate related pathway. 20th International
Symposium on Plant Lipids. July 8-13, 2012.

5. Karali, D., Oxley, D., Ktistakis, N and Farmaki, T.
A Screen For Novel PI(3,5)P2 Interacting Proteins. Identification of enzymes
parficipating in plant stress responses through their interaction with PI(3,5)P2
63d Congress of the Hellenic Society of Biochemistry and Molecular Biology.
November 9-11 2012.

3. Maviaron Itepavia (2008 — 2014) : Yrmownoia 816GkTwE, MENEA 2003,
EmiRAewn PETASISAKTOPIKAG UEAETNG.



IXETIKEG SNUOOIELOEIG:

1. Maniatsi, S., Kappas, |., Baxevanis, A.D., Farmaki, T. and Abatzopoulos, T.J.
(2009). Sharp phylogeographic breaks and patterns of genealogical
concordance in the brine shrimp Artemia franciscana Int J Mol Sci. Dec
18;10(12):5455-70.1.

2. Maniatsi, S., Farmaki, T. and Abatzopoulos, T.J. The role of FKBPs in the
brine shrimp Artemia 63 Congress of the Hellenic Society of Biochemistry and
Molecular Biology.

3. Maniatsi, S., Farmaki, T**. and Abatzopoulos, T.J**,(2015) FKBP and ubiquitin
are strongly related to the stress history of different Artemia species
Comparative Biochemistry and Physiology Part B: Biochemistry and Molecular
Biology.

4. MmouvprodAa AyyeAikn (2010 — onuepa). EmiPAewn PETATITUXIOKAG KAl
S1I6akTopIKNG SIaTPIPNG o¢ ocuvepyaoia e TNV Kab. k. TalavormovAouv N.
(EKMA).

IXETIKEG SNUOOIELOEIG:

1. Bourtsala, A. Farmaki, T., Galanopoulou, D.

Phospholipase D activity from cotton (G.hirsutum). Greek Lipid Forum (Euro
Fed Lipid) Thessaloniki, 6 June 2011.

2. Bourtsala A., Farmaki T., Galanopoulou D.Study of cotfton (Gossypium
hirsutum) phospholipase D and its involvement in wound stress responses.
62nd HSBMB conference 9-11 December 2011 Eugenides Foundation, Athens.
3. Bourtsala A., Farmaki T., Galanopoulou D. Study of cotton (Gossypium
hirsutum) phospholipase D and its involvement in wound stress responses.
FEBS-workshop: "Lipids: From lipidomics to disease and green energy", August
23-29 2012 Spetses, Greece.

4. Bourtsala A., Farmaki T., Galanopoulou D. Involvement of plant
phospholipase D in wound stress responses: expression, activity, phosphatidic
acid levels and possible endogenous substrates. Jacques Monod Conference
on Molecular basis for membrane remodelling and organization, Roscoff,
Brittany, France November 15-19, 2014

5. Bourtsala, A., Farmaki, T., Stratikos, E., Galanopoulou, D. Lipid
substrate preference of phospholipase D upon cotton wounding. 660
MaveAnvio Xovedplio EANNVIKNG Etaipeiag Bioxnueiag & Mopiakng
BioAoyiag 11-13 AekepPpiov 2015, ABryva.

6. Bourtsala, A., Farmaki, T., Galanopoulou, D. Involvement of cotton

plant phospholipases D in wound stress responses: expression, activity,
phosphatidic acid levels and possible endogenous substrates. FEBS
advanced course on lipids. Lipid-protein interactions and organelle
function Spetses, Greece September 1-8, 2016.

7. Bourtsala A., Farmaki T. and Galanopoulou D. Phospholipases D alpha and
delta are involved in local and systemic wound responses in cotton (G.
hirsutum). Biochemistry and Biophysics Reports 9:133-139.

8. Bourtsala, A., Dafnis, ., Farmaki, T., Galanopoulou, D. Phosphatidic
acid formation is differentially involved in the expression of wound-
responsive genes in cotfton. 68" Congress of the Hellenic Society of
Biochemistry and Molecular Biology. November 10-12 2017.


http://www.eebmb2011.gr/

9. Angeliki Bourtsala, loannis Dafnis, Angeliki Chroni, Theodora Farmaki **, Dia
Galanopoulou **, Study of the involvement of phosphatidic acid formation in
the expression of wound-responsive genes in cotton. Lipids (in press).

3. AIAAIKAAIA:

'ETn 2006 ka1 2007:

2006 B’ e€aunvo:

2007 o1’ e€dunvo:

2016 -:

2016 -:

KPITHX

“YOYPOVEG  TEXVIKEG KAl €PAPUOYEC OTn  Bioloyia
Kottapou”. EISIKG pabnuata MopiaknG BioAoyiag kai
Epoyaotnpia Mopiakng BioAoyiag. ANUOKPITEIO
MNavemoTthuio ©pakng.

“BioAoyia kuttapov II". Anuokpitelo MavemoTAuio ©pakng

“BISIKG  BéuaTta KLOTTAPIKNG  BioAoyiag”. Anuokpiteio
MavemoTtnuio ©pakng.

Eionyntoia METATTLXIOKOL PABAUATOS TOL [EWTTOVIKOL
MavemoTtnuiov  ABnvav. TiTAog  eonynong:  Plant
proteolytic systems: lessons from mammails.

Eionyntoia 1oL paBnuatog «Moplakn Kal AvattTulakn
Biohoyia DuTdvy TOL TTPOTITLXIOKOL  TTEOYPAUMATOC
omoudwv ToL TuAuAToG Bloxnueiag kar BioTexvoloyiag,
MNavemoTtnuio @eocoaliag. TiTAoG eiorynong: «POAOI TV
POPATISLAO-IVOOITISIGV o€ UNXAVIOUOULG
onNUATOSOTNONG OTA PLTAN

A) LE AIEONH EMIZTHMONIKA MNMEPIOAIKA

EvSeIKTIKA :
PLoS ONE

BioSystems

VONOO AW~

Nature scientific reports
BMC Plant Biology

Journal of Plant Physiology

Plant Cell Reports

Plant Physiology and Biochemistry
Plant Molecular Biology Reporter

: Theoretical and Applied Genetics

10: British Microbiology Research Journal

11: Molecular Systems Biology

12: Journal of Integrative Plant Biology

13: American Journal of Botany

14: International Journal of American Sciences

B) XIE AIATPIBEX

8 WETATITUXIOKEG  SIATPIREG TTOL LTTORANBNKAV OTO MeCOYEIAKO AYPOVOUIKO
lvoTitovTo Xavicv (MAICh) atro to 2009.

I Ie avraywvioTikég mportaocelg EXMNA kal dAAeg mpordaoeig.



MPOrPAMMATA MNOY YAONOIHOHKAN H EXOYN ErKPIOEI

1. Yuvepyalopevo PEAOG TNG CLVTOVIOTIKN OpAdag yia TNy TTpoTacn: CANVAS:
Tithog mporaong : Cotton Varieties Classification and Identification. Research
Cooperation for the Enhancement of the Competitiveness and for the
Technological Improvement of Greek Cotton using Biotechnology and
Integrated Cultivation Management Techniques. EPAN / Food, Agricultural
Development and Aguaculture. GSRT.  ANREn mpoypduuatog: 31-12-2006
(EvteTaypévo £pyo). MpolmoAoyIouog yia Tov gpopéa: 171 360 00 €.

2. EmMoTNUoVIKGG YTTELOLVN KAl LLVTOVIOTPIC TOL CLVOAIKOL £0YOU.

Tithog mpoTaong: BeAticoon TNC Avioxng Twv dutwyv oTo Kpvo. O POANOG TwV
Biohoyikodov  MepyPpavoyv  kal N Avayvwpion Kal  XapakTneIopog  Twv
Yovepyalopevawy e Ta wo@oATidia MNpwTeivay.

MNpoypauua Evioxoong Tou Epevvntikob Avvapikob (MENEA)-2003.

‘Evapén ¢pyou : 1-3-2006

ANEN : 30-6-2009 (EvteTaypévo £pyo)

'KoivoTiko MAqicio Xmhpiéng

Fevikn Moapuarteia Epevvacg kair TexvoAoyiag.

XpnuaTtodoTtnon yia Tov popéa: 204 000 €.

3. TovePYalOUEVO PENOG £0ELVNTIKAG OUASAG TTOL CLPUETEXEI OTO EQYO:!

TiTh\og mMPoOTaAONG: METAPOPATES TNG YAOLTABEIOVNG: UOPIAKA EQYAAEIT yIQ TNV
avanTuén PACIKNG KAl EPAPUOCHEVNG €QELVAG OTA TTEdia TNG TTPATIVNG KAl
KOKKIVNG BIOTEXVOAOYIAC

Emxeipnolakd mpoypauua:  «Ekmraidevon kal Ala Biov MaGnony, EXMNA 2007 -
2013 Mpaén «@ainon. XpnuatodoTnon yia Tnv opdada tou EKETA (100 000 €).

4. Short term EMBO fellowship, ASTF 395.00-2007 (2008). Tithog mpoTaAONG :
“Structural And Functional Characterisation of the Transporting Intermediates
of a Novel PI(3)P And PI(3,5)P2 Binding Protein From Arabidopsis thaliana.”
XpnuaTtodotnon 7 000 €.

AAAEX APAXITHPIOTHTEX

YOUMETOXN o€ Tpoypduuata TTPoROAAC Tov EKETA (Avoixtéc ©Oupeg), o€
EMTEOTTEG SIAY@VIOUOL KAl afloAdynong €peLvNTIKOL €EOTTAICUIOL KAl PEAOG
TOILEAQV ETTITOOTIQV SISAKTOPIKWY SIATPIRWV.

EPEYNHTIKEX APAXTHPIOTHTEX TOY EPTAXITHPIOY KAI IYNEPIAXIEX

1. ATTOUOV@ON, XAPAKTNPIOWOG KAl HEAETN TRV TTRWTEIVRV TTOL AAANAETISPOLYV
ue Ta PI(3)P kai PI(3,5)P2 pwopoivoaitisia amd to uto Arabidopsis thaliana pe
XPNOoON XOWHATOYPAPIAG ayXIoTeag vooitidiov-ayapoldng. e oLVEQYATIA LE
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Ol MEAETEG aLTEG eomialovTal OTO PULTO POVTEAO Arabidopsis thaliana e
TTPOOTITIKA VA ETTEKTABOLVE KAl 0 AANA PULTA OIKOVOWIKAG onuaciag. MNa 1o
AOYO  auTO  avamTouxOnkav KAl epapuolovial  SIAQOPESG  TEXVIKEG
XPWHATOYPAPIAG PE OKOTIO, TNV ATTOMOVWON, EUTTAOLTIOUO KAl TALTOTTOINCN
TTOWTEVAWY, TEXVIKEC YEVETIKNC MNXAVIKAC TIQOKEIUEVOL Ol TIPWTEIVEG  va
LTTEQEKPPACTOVLVE KAl VA XONOIUOTIOINBOLVE € TTEPAITERW PIOXNUIKES UEAETEC,
oTnV SNUIoLPEYIA AVTICWUATWY KAl OTNV KOLOTAAAOYPAPICT) TOLG OTTIWG £TTIONG
KAl TEXVIKEG MIKOOOKOTTIAG.

Evag 6e0TEOG TOPEQG OTOV OTIOIO  €XOLV  ETTIKEVTPWOEI O PEAETEC TOL
€EQYACTNEIOL Eival N PEAETN TOL PNXAVIOUOL avaTITLENG AVTOXAC TOL RAUPBAKOC
o€ TTEPIRAANOVTIKEG KATATTOVATEIC, KA TTIO CLYKEKPIUEVA OTO KPLO. To BaApPaKk,
KAAEpyela LYPNANG aiag kal KABOPIOTIKNG OIKOVOUIK) ONUaciag yia tnv
EANVIKN Yewpyia eival hia atro TIG KAANEQYEIEG TTOL TTAATTOVTAI APECT ATTO £vVa
€LPL PACHA TTEPIRAANOVTIKWY CLVONKWYV. H Bepuokpaacia cival o KLPIAPXOG
TTEPIRAANOVTIKOC TTAPAYOVTAG TTOL UTTOPE va TIEQIOPICEl TNV AVATITLEN TWV
KAANIEQYEIY TOL PAUPAKOG KATA TN SIAPKEIQ TV TPWTWY NUEQWY TNG
avanTuéng ToL PLTOL, TOL PWTOCLVOETIKOL TOL I0TOL KAl TOL AVOOULGS, KABWC
KAl KATA TNV TTERIOS0 TNG CLYKOUISNG Tov. H xaunAn Bepuokpacia kata 1a
TPWTA OTAdIA TNG avamTuéng TTapeuTodilel ) KAl KATApye TNV avarmTuén Tov
VEAPOL PLTOL EVE TO KOLO UTTOPEI VA KATAOTREWE TN OLYKOMISH. H KOANIEpyEIa



TOL PBAUPAKOG OTIC €LKPATEG TIEQIOXEG EXEl TTOPOCAPMPOCTE OTIC KAIMATIKEG
ATTAITACEIG YIA TNV AVATITLUEN TV QLTWV KAl Pia PIKEN TTEPIOSOG yia TNV
avamTuén Kal TNV CLYKOMISN &xel BeoTTOTE OTE va eEQCPANCTE N TTOCOTNTA,
n amodoon kal n ToIOTNTA TNG ivag. QoToco, AAuPAvovVTag LTTOWIV TIC
KAIUATIKEG AAAQYEG TTOL €TTNEEACOLY APECA TN SIABECIUOTNTA TNG YNG YIA TNV
avanTtuén Touv PAPPAKOG OTNV EAANVIKN ETTIKOATEIA, LTTAPXE ALEAvVOPEVN
{NTNON YIA TO XEIPIOWO TNG TTEQIOSOL avaATITLENG, AVAAOYA HE TNV TIEQIOXN TNG
KOANEQYEIQG KAl TIC €5AMOAOYIKEG ATTAITNCES  TNG, TIPOKEIUEVOL  va
e€aocPalioTE N emBoLUNTH aTddoon.

To epyaoTNPIO €£XEl €0TIACE TNV £PELVA O€ OTI APOPA TNV MEAETN TWV
MNXAVIOUGY QAVTIATTOKPIONG TOoL PAUPAKOG O€ XAUNAEG Oepuokpacieg o€
gvlvpa TpoTToTToiNONG AIMMISIcY (V6POALONG KAl ATTOKOPECOL), APXIKA OTNV
ATTOPOVON KAl TOV XAPAKTNPIOWO TOLG KAl KATOTTIV OTNV PEAETN TOL POAOL
TOLG OTNV PETASOON CAUATOG KAl OTOV EYKAIUATIOUO TOL PAPPRAKOC & XAUNAEG
Bepuokpaacies. Tavtoxpova N SPACTIKOTNTA TV £VIOPWY ALTWY PEAETATAI KAl
o€ AAEG CLVONKEG EVEQYOTTOINCNG TOLG OTTWG O PNXAVIKES PACREG.

TEXNOINQIIA NOY EXEI ANANTYXOEI XTO EPTALITHPIO

1) TexviKEG TTPWTEOUIKNG. MpoeToIuacia SElYUATWY YIA PACUATOUETRIa
pualag. Mpoctoipacia SelyuATwY YIa KOLOTAAOYPAPIA.

2) XapakTnEIoPOG AAANAETISPACEWY TTOWTEIVV e AITTISIA.

3) TexvIKEG ATTOPOVONG KAl XAPAKTNPIoOHUOL AImbiwv (o€ cuvepyaoia
UE TO EPYAOTNPIO TNG KAG FTAAQVOTTOOAOL.

4) TexVIKEG YEVETIKNG TOOTTOTTOINONG (PLTWV.

5) TexVIKEG WIKOOOKOTTIAG (ouveoTiakoL Kall NAEKTOOVIKOUD
HIKQOOKOTTIOL) KAl AVOCOICTOXNUEIQG.

6) TeXVIKEG MEAETNG SIAPOPIKNG EKPEAONC YOVISiwV.



