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EBviKO Kévtpo Epeuvag kat Texvohoykng Avamtuéng
[EKETA], ©@sooalovikn

2MNOYAEZ/EKNAIAEYZH

EKMAIAEYTIKO IAPYMA BAOMOZ XPONIKH MEAIO ZMNOYAQN
MEPIOAOZ

Tu. HAekTpoAOyWwV Mnxavikwy Kot Mnxovikwy Diploma 1999-2004 HAektpoAdYyog Mnxavikog Kat

YrioAoyLotwv, ApLoTotéAeLo MNMavemioTtipo O@eooahovikng Eng. Mnxavikog YmoAoylotwy

Tu. HAekTpoAOywv Mnxavikwy Kot Mnxovikwy PhD 2004-2010 HAektpoAdYyog Mnxavikog Kat

YrioAoyLotwv, ApLoTotéAeLo MNMavemioTtipo O@eooahovikng Mnxavikog YoAoyLotwy

EMNATTEAMATIKH EMMNEIPIA

2018-2019 Tuvepyalduevog epeuvntig oto Department of Molecular Medicine and

Surgery tou Karolinska Institutet otn tokxoAun

2017- Metadidaktoplkdg Epeuvntic, Ivotitouto Edapuoopévwy Blosmotnpwy
(INEB), EBvikS Kévtpo Epeuvag kat TexvoAoyikng Avamrtuéng (EKETA),
Oeoocalovikn.

2017 Eruokéntng Kabnyntng, Quest University, Vancouver, Kavadag.

2014-2017 Akadnuaikog Ynotpodog, TuRpa HAektpoAoywv Mnxavikwyv kat Mnxovikwy

Yrioloylotwv (THMMY), AplototéAeto Navemiothplo Oscoalovikng,

@eoocalovikn.

2014-2017 Metadibaktoplkdg Epeuvntic, Ivotitouto Texvoloylwv MAnpodopLkng Kot

Erkowvwviwy, EBviko Kévtpo Epsuvag kat Texvohoyikng Avamtuéng (EKETA),

@eoocalovikn.
2016 Emokémntng KaBnyntng, Quest University, Vancouver, Kavadacg,.
2011-2014 Metadibaktopikdg Epsuvntic, Ivotitolto Edpappoopévwy Blosmiotnuwy

(INEB), EBvikO Kévtpo Epeuvag kat TexvoAoyikng Avamrtuéng (EKETA),

@eoocalovikn.

2011-2012 Néxtopag M.A. 407/80, TuAua Mnxavikwv MAnpodopkng Kot

TnAemkowwviwy Tou Naveniotnuiov Autikng Makedoviag, Kolavn.



OEZEIZ EYOYNH2

2021 Méhog tng opadag epyaciog EOSC Research Careers, Recognition, and
Credit
2021 Erotnpovika Ekmpdowroc tou EKETA yia tov EBviko Koo ELIXIR-GR

2020 - onyuepa MéEMog tou ELIXIR Training Platform Executive Committee

2020 — ofjuepa Zuvtoviotig tou RDA FAIR for Research Software group

2020 EBvIKOC ekmpdowrog tng Opada Epyaciag EOSC Skills and Training

2020 ZUVTOVLOTNG TNG uTto-opddag RDA COVID-19 Research Software subgroup

2019 — ofjuepa Zuvtoviotnig tou ELIXIR FAIR Training Focus Group

2019 — onuepa Xuvtoviotnc tou ELIXIR Machine Learning Focus Group

2018 — ofjuepa Zuvtoviotig Eknaideuong (Training Coordinator) Tou EBvikoU Koupou
ELIXIR-GR

2017 — ofuepa uvtoviotnc tou RDA Interest Group “Early Career and Engagement”

2017 — ofjuepa Tuvtoviotrg tou RDA Interest Group “Data Discovery Paradigms”

2016 -2017 Inuelo emadnc tou Epyaoctnpiou Enefepyaaiag MAnpodopliag kat
Yrioloylopwv (THMMY/AN®) yia to European Biotechnology Network (

2014 -2015  Juvtoviotr tou EGI Virtual Team yia “Integrating life science reference
datasets within EGI"

2YMMETOXH ZE EMIZXTHMONIKEZ ETAIPEIEZ

2020 — onuepa MéMog, Confederation of Laboratories for Artificial Intelligence Research in

Europe (CLAIRE)
2020 - onuepa MéAog, Life Science Trainers

2019 — onuepa Mé£Mog, Global Organisation for Bioinformatics Learning, Education &

Training (GOBLET)

2014 — onuepa MéEMog, International Society for Computational Biology (ISCB)
2004 — ofuepa MéMog, Texviko EmpeAntrplo EAAGSOC (TEE)

2003 — orjuepa Senior MeAog, IEEE kat IEEE Computer Society

OPFANQZzH EMIZTHMONIKQN EKAHAQZEQN

2021 HSCBB 2021 - - MéAog Emlotnpovikng Emitpormnic
2020 Hbioinfo 2020 program committee member
2018 CarpentryCon 2018 — MéAog OpyavwTtlkn¢ Emitpomnng

2015 — ofuepa JuvSLopYaVWTHG EKTIALSEUTIKWY oepLvapiwy ota mAaiola twv Carpentries
koL Tou ELIXIR, T6o0 og €BviIkO 000 Kal eupwmaiko eninedo.


https://claire-ai.org/
https://claire-ai.org/
https://lifescitrainers.org/
https://www.mygoblet.org/
https://www.mygoblet.org/

ANAZKOIHZH KAI AZIOAOTH2H TH2 EPTAZIAZ AAANQN

I. Kpttri¢ o€ emiotnuovika neptodika (Ad hoc reviewer)

PLoS ONE, PLoS Computational Biology, BMC Bioinformatics, Nature Scientific Reports, Peer],
Journal of Biomedical Informatics, Computer Methods and Programs in Biomedicine,
SoftwareX, International Journal on Artificial Intelligence Tools, Journal of Systems and
Software, Journal of Parallel and Distributed Computing

Il. Kpttric epyaociwv mou unoBAndnkav o€ eriotnuovika cuvedpia (Ad hoc reviewer)
Open Science Conference 2019-2021, ISCB-Africa ASBCB 2019, CODATA Bejing 2019, IEEE BIBE
2019 ECCB2020

1. AtoAoynTri¢/KpLThC EPEUVNTIKWY TIPOTACEWY VLA XPNUATOSOTNON
Fevikn Mpappateio Epguvog kot Texvoloyiag EANaSag, EOSC-Future

IV. Eéstaotng urmonpiwv Stdaktopwv
2020, Grioni Andrea, Masaryk University, Faculty of Science, Albaktopiki AtatptBn

V. Kpttric uroingiwv yia akabnuaikes / epeuvntikéc G€OELC
— Aloplopog tng kag Evayyeiiag Miyya we ElSikou AsttoupytkoU Emotripova I,
EKETA, 2021

AIAAKTIKO KAI EKTTAIAEYTIKO EPTO

. Ekmaibeutri¢/S1600kwY O UETANMTUYLOKA TIPOYPAUUaTY omoudwy ota  akoAouBa
akadnuaika tbpuuara
Aplototélelo Maveniothpo Oscoalovikng

Il. Akabénuaikoc ouuBouiog

2010 - ofjpepa JuvemIBAEMwWY otnV eKmOvVNon 22 SUTAWATIKWY EPYACLWY TIOU EKTTOVHONKaY
oto Tu. HAektpoAdywv Mnyavikwv Kot Mnyavikwv Ymoloylotwy,
MoAutexVviknc 2xoAng AMO, ota TAQCLO TWV TIPOTTUXLOKWY OTIOUSWV

2017 - onjpuepa TuvemiBAénwy otnv ekmovnon 4 SuTAWMATIKWY gpyooclwv oe 1° kUKAo
petamntuytakwyv oroudwv (MSc thesis) mou ekmovnOnkav og akadnuaikoug
dopeic otnv EANGSa
MSc pottnteg: Awkatepivn Zadikn | Aotéplog Mmatlidkog | Baylwva Atpuiio-
Xplotiva | Acntacio Opdavoul

Inuepa ErupAénwv oe 1 junior petadl8akToplKo gpeuvntr Kat 3 umoPridloug
Sladaktopeg (NwoAaocg MexABavng| Baoilelog Baoleiov | Mrewpylog
Kaptavog)



AHMOZIEYZEIZ

I. Zovoyn

- ORCID: 0000-0002-0222-4273

- 33 dnuoolevoelg Kataxwpnuéveg otn Baon Pubmed (07 NosuBpiou 2021), 58
Snuootevoelg kataxwpnuéveg otn Baon Scopus (07 NoepuPpiou 2021), 24 dnpooLeVOELC
Kataxwpnuéveg otn Baon DBLP (07 NogpuPpiou 2021), 106 SnpocLleVOELG KATAXWPNUEVEG

otn Baon Microsoft Academic (07 NospPplou 2021)
- h-factor: 14 | cuvolAo etepoavadopwv : 433 (Google Scholar, 07 NospBpiov 2021)
- 1 kedalalo os BLBALa

Il. Evéeiktikeg Snuootevoelg 2019 - 2021

A. C. Dimopoulos, K. Koukoutegos, F. E. Psomopoulos, and P. Moulos, “Combining Multiple RNA-Seq
Data Analysis Algorithms Using Machine Learning Improves Differential Isoform Expression
Analysis,” Methods and Protocols, vol. 4, no. 4, 2021, doi: 10.3390/mps4040068.

M. Tsagiopoulou et al., “miRkit: R Framework Analyzing miRNA PCR Array Data,” BMC Research Notes,
vol. 14, no. 376, Sep. 2021, doi: 10.1186/s13104-021-05788-1.

I. Walsh et al., “DOME: recommendations for supervised machine learning validation in biology,” Nature
Methods, Jul. 2021, doi: 10.1038/s41592-021-01205-4.

S. Ntoufa et al., “RPS15 mutations rewire RNA translation in chronic lymphocytic leukemia,” Blood
Advances, vol. 5, no. 13, pp. 2788-2792, Jul. 2021, doi: 10.1182/bloodadvances.2020001717.

N. Pechlivanis, A. Togkousidis, M. Tsagiopoulou, S. Sgardelis, I. Kappas, and F. Psomopoulos, “A
Computational Framework for Pattern Detection on Unaligned Sequences: An Application on SARS-
CoV-2 Data,” Frontiers in Genetics, vol. 12, May 2021, doi: 10.3389/fgene.2021.618170.

M. Tsagiopoulou et al., “UMiIc: A Preprocessing Method for UMI Deduplication and Reads Correction,”
Frontiers in Genetics, vol. 12, May 2021, doi: 10.3389/fgene.2021.660366.

K. Gemenetzi et al., “Higher-order immunoglobulin repertoire restrictions in CLL: the illustrative case of
stereotyped subsets 2 and 169,” Blood, vol. 137, no. 14, pp. 1895-1904, Apr. 2021, doi:
10.1182/blood.2020005216.

M. Gerousi et al., “The Calcitriol/Vitamin D Receptor System Regulates Key Immune Signaling Pathways
in Chronic Lymphocytic Leukemia,” Cancers, vol. 13, no. 2, 2021, doi: 10.3390/cancers13020285.

A. Vardi et al.,, “T-Cell Dynamics in Chronic Lymphocytic Leukemia under Different Treatment
Modalities,” Clinical Cancer Research, vol. 26, no. 18, pp. 4958-4969, 2020, doi: 10.1158/1078-
0432.CCR-19-3827.

C. C. Austin et al., “Fostering global data sharing: highlighting the recommendations of the Research
Data Alliance COVID-19 working group,” Wellcome Open Research, vol. 5, no. 267, 2020, doi:
10.12688/wellcomeopenres.16378.1.

M. T. Kotouza et al., “TRIP - T cell receptor/immunoglobulin profiler,” BMC Bioinformatics, vol. 21, no.
422, Sep. 2020, doi: 10.1186/512859-020-03669-1.

A.-C. Vagiona, M. A. Andrade-Navarro, F. Psomopoulos, and S. Petrakis, “Dynamics of a Protein
Interaction Network Associated to the Aggregation of polyQ-Expanded Ataxin-1,” Genes, vol. 11,
no. 10, p. 1129, Sep. 2020, doi: 10.3390/genes11101129.

F. E. Psomopoulos, J. van Helden, C. Médigue, A. Chasapi, and C. A. Ouzounis, “Ancestral state
reconstruction of metabolic pathways across pangenome ensembles,” Microbial Genomics, 2020,
doi: 10.1099/mgen.0.000429.


https://orcid.org/0000-0002-0222-4273
https://pubmed.ncbi.nlm.nih.gov/?term=Psomopoulos+Fotis
https://www.scopus.com/authid/detail.uri?authorId=35173341800
https://dblp.org/search?q=fotis.e.psomopoulos:&qp=W1.4:F1.4:F2.4:F3.4:F4.4:H1.1000
https://academic.microsoft.com/author/2047111080/publication/search?q=Fotis%20Psomopoulos&qe=Composite(AA.AuId%253D2047111080)&f=&orderBy=0

K. T. Gurwitz et al., “A framework to assess the quality and impact of bioinformatics training across
ELIXIR,” PLOS Computational Biology, vol. 16, no. 7, pp. 1-12, Jul. 2020, doi:
10.1371/journal.pcbi.1007976.

L. Garcia et al., “Ten simple rules for making training materials FAIR,” PLOS Computational Biology, vol.
16, no. 5, pp. 1-9, May 2020, doi: 10.1371/journal.pcbi.1007854.

M. T. Kotouza, F. E. Psomopoulos, and P. A. Mitkas, “A dockerized framework for hierarchical frequency-
based document clustering on cloud computing infrastructures,” Journal of Cloud Computing, vol.
9, no. 2, pp. 1-17, 2020, doi: 10.1186/s13677-019-0150-y.

A.-L. Lamprecht et al., “Towards FAIR principles for research software,” Data Science, vol. 2, no. 2, pp.
1-23, 2019, doi: 10.3233/DS-190026.

F. F. Parlapani et al., “Bacterial communities and potential spoilage markers of whole blue crab
(Callinectes sapidus) stored under commercial simulated conditions,” Food Microbiology, vol. 82,
pp. 325-333, 2019, doi: 10.1016/j.fm.2019.03.011.

A. M. Kintsakis, F. E. Psomopoulos, and P. A. Mitkas, “Reinforcement Learning based scheduling in a
workflow management system,” Engineering Applications of Artificial Intelligence, vol. 81, pp.
94-106, 2019, doi: 10.1016/j.engappai.2019.02.013.

A. Agathangelidis, F. Psomopoulos, and K. Stamatopoulos, “Stereotyped B Cell Receptor
Immunoglobulins in B Cell Lymphomas,” Methods in Molecular Biology: "Lymphoma: Methods
and Protocols", pp. 139-155, 2019, doi: 10.1007/978-1-4939-9151-8_7.

M. Wu, F. Psomopoulos, S. J. Khalsa, and A. de Waard, “Data Discovery Paradigms: User Requirements
and Recommendations for Data Repositories,” Data Science Journal, vol. 18, no. 1, p. 13, 2019,
doi: 10.5334/dsj-2019-003.

TPEXONTA EMNIZTHMONIKA ENAIAOEPONTA

1. BlomAnpodopikn

2. Mnyaviki MaBnon kat epunveUoLO LOVTEAQ
3. Alignment-free uébodot

4. Exmaildevon



